1. Higher heterogeneity scores were observed in advanced 3. The dashboard enabled clinician-centred exploration of
ISUP grade groups complex genomic data

Heterogeneity Score by ISUP grade group SAPCS - Tumour Heterogeneity Dashboard -

1.1930051813471 46.128

.
O
=
a
=

LL. 2. NMF signatures improved interpretability of genomic
mutation patterns

NMF Signatures — Top Feature Drivers
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Development of integrated Clinical Support Decision Dashboard of South
African Prostate Cancer Patients: Genomic Integrity Layer AMMO BAR
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